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|ntroducti0n Wound microbiome recolonization followed Infected burn wounds undergo similar microbial
similar trajectories across treatments succession independent of burn type

Radiofrequency (RF) energy sources represent a potential threat to military personnel ONINE—
by causing thermal skin injuries that disrupt the skin barrier and impair local immune
defenses. Burn wound management focuses on preventing infection while promoting
wound healing, with debridement serving as a cornerstone of current standards of care.
Although burn injuries are known to alter the skin microbiome, the effects of RF-induced
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Conclusions

The evaluated non-surgical debridement approaches produced healing
outcomes comparable to current standards of care as well as no notable
differences in their wound microbiomes, supporting their continued evaluation
for prolonged field care and combat medicine.
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RF-induced burn wounds exhibited healing, microbial succession, and infection
resolution comparable to conventional contact burns, suggesting they do not
require fundamentally different management under the conditions evaluated.
Burn-associated microbial succession was driven primarily by wound status
rather than burn type. Further investigation of non-surgical debridement
approaches in infected wounds may inform treatment strategies for prolonged
field care and combat medicine.
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Colored lines indicate the mean for each wound type
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